The PM distribution: a model for interpreting LD isoenzyme patterns.
We present a method for inferring from the lactate dehydrogenase (LD) isoenzyme pattern in serum or interstitial fluid the estimated distribution of a cellular parameter PM in the cell population from which LD was released. PM is defined as the fraction of M monomer (one of two gene products which may serve as subunits of the LD tetramer) available in a particular cell. The distribution of PM represents a more fundamental characterization of cellular biochemistry than the serum LD pattern. We apply the method to LD patterns from the literature and illustrate the advantage of this approach over simple inspection or piece-by-piece statistical analysis of LD patterns.